Key indicators: single-crystal X-ray study; T = 243 K; mean (C-C) = 0.008 Å; disorder in main residue; R factor = 0.079; wR factor = 0.145; data-to-parameter ratio = 15.4.
In the polymeric title compound, {[Mn 2 (SO 4 ) 2 (C 30 H 36 N 6 )-(H 2 O) 2 ]Á6H 2 O} n , the two Mn 2+ ions are bridged by two sulfate anions to form dinuclear complexes, and these dinuclear species are linked by the hexadentate ligand N,N,N 0 ,N 0 -tetrakis(2-pyridylmethyl)hexane-1,6-diamine (tphn), forming a one-dimensional chain structure running in the [101] direction. The repeat unit of the polymer, Mn 2 (SO 4 ) 2 -(H 2 O) 2 (tphn), is disposed about a twofold axis passing through the centre of the dinuclear unit. The coordination geometry around the Mn centre is distorted octahedral. Two methylene groups are each disordered equally over two positions.
Related literature
For a related Mn-complex involving the tphn ligand, see: Hwang & Ha (2007) .
Experimental
Crystal data [Mn 2 (SO 4 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2003) ; software used to prepare material for publication: SHELXL97.
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Refinement
H atoms bonded to C atoms were positioned geometrically and allowed to ride on their respective carrier atoms [C-H = 0.94 Å (aromatic) or 0.98 Å (CH 2 ) and U iso (H) = 1.2U eq (C)]. The H atoms of the water ligand and solvent molecules were located from Fourier difference maps, but their positions were not refined and U iso (H) was fixed at 0.08. The hexylene chain of the tphn ligand displayed relatively large displacement factors so that the chain appears to be partially disordered.
Atoms C14 and C15 were modelled anisotropically as disordered over two sites, with a site occupancy factor of 0.5. The disorder of the hexylene chain and the relatively large displacement factors of the solvent water molecules result in the large value of the R factor.
supplementary materials sup-2 0.0259 (7) 0.0213 (6) Symmetry codes: (iii) −x+1/2, y−1/2, −z+1/2; (i) −x+1, y, −z+1/2; (iv) −x+1/2, −y+1/2, −z; (v) x−1/2, y+1/2, z; (vi) −x, y, −z+1/2; (vii) x−1/2, −y+1/2, z+1/2; (viii) −x+1/2, y+1/2, −z+1/2.
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